. Reduced RNAPII gene occupancy at snRNA loci. RNAPII occupancy detected by ChIP using an antibody against RNAPII (N20; sc-899) is significantly reduced at U1 and U2 snRNA gene loci upon USPL1 knockdown. Bars represent the s.e.m. of 4 independent experiments, each analyzed as technical replicate of 2 in the qPCR-reaction. Statistical significance was determined using an unpaired, heteroscedastic Student's t-test.
Supplementary Table S1 . The first sheet contains protein group table with the total experimental dataset of the SILAC-MS based cellular fractionation upon USPL1 knockdown. T=TCL; C=cytoplasm; np=nucleoplasm; nol=nucleolus. The second sheet lists all splicing factors identified in SILAC-MS dataset with >1 peptide according to (Hegele et al., 2012) .
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Supplementary Table S2 . Result of DAVID analysis for proteins identified with >1 peptide in cytoplasmic and nucleolar fraction of SILAC-MS dataset.
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